Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.009 Å; disorder in main residue; R factor = 0.038; wR factor = 0.078; data-to-parameter ratio = 17.4.
The U atom in the title complex, [U(C 17 ] and the pentagonal plane is defined by the N 2 O 2 atoms of the tetradentate Schiff base ligand and the O atom of the butan-2-ol molecule. In the crystal, centrosymmetric aggregates are formed via pairs of hydroxy-phenoxide O-HÁ Á ÁO hydrogen bonds. The azomethine C N atoms, the ethylthiolyl group and the butyl group of the butan-2-ol molecule are disordered over two positions in a 0.668 (3):0.332 (3) ratio. 
Related literature

Experimental
Crystal data [U(C 17 Table 1 Selected bond lengths (Å ).
2.579 (5) Table 2 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1. (Şahin et al., 2010; Özdemir et al., 2011) motivated the synthesis of the title complex, (I), in continuation of related studies (Takjoo et al., 2012) . 
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.99 Å, U iso (H) = 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation. The hydroxyl H-atom was located in a difference Fourier map, and was refined with a distance restraint of O-H 0.84±0.01 Å and with U iso (H) = 1.5U eq (O).
The ethylthiolyl unit is disordered over two positions; the minor component refined to a site occupancy of 0.332 (3).
The U iso parameters of the atoms of the minor component were constrained to be equal to U eq of the major component.
Pairs of S-C and C-C distances were restrained to within 0.01 Å of each other. The azomethine C═N unit is also disordered; the positions and anisotropic displacement parameters of the primed atoms were set to those of the unprimed ones. The butan-2-ol molecule is also disordered over two positions with respect to the butyl portion only, and the occupancies were set to those of the ethylthiolyl unit. Pairs of C-O and C-C distances were restrained to within 0.01 Å.
The final difference Fourier map had a peak at 0.88 Å from C19 and a hole at 0.75 Å from U. 
Figure 1
The molecular structure of (I) showing displacement ellipsoids at the 70% probability level. Only the major component of the disordered residues is shown. 
